The genus Aliiroseovarius proposed by Park et al. (2015) includes its type species Aliiroseovarius pelagivivens with type strain T isolated from seawater and the species Aliiroseovarius crassostreae, A. halocynthiae and A. sediminilitoris. The latter three species were transferred to this genus from the genus Roseovarius; their type strains (CV919-312 T , T and M-M10 T , respectively) and strain T form a cluster in the phylogenetic trees that is independent of phylogenetic lineages of other Roseovarius species. However, the same Roseovarius species, Roseovarius crassostreae, R. halocynthiae and R. sediminilitoris transferred by Park et al. (2015) to the genus Aliiroseovarius, were reclassified several months later as members of another new genus, Pseudoroseovarius, based on their clustering with Pseudoroseovarius zhejiangensis, the type species of the genus, in an independent phylogenetic clade (Sun et al., 2015a, b) .
Reconstruction of the maximum-likelihood (Fig. 1 ) and neighbour-joining (Fig. S1 , available in the online Supplementary Material) phylogenetic trees based on 16S rRNA gene sequences of the type strains of Aliiroseovarius and Pseudoroseovarius species and related bacteria shows that that these species form a monophyletic clade. The trees were generated as described previously (Dobritsa & Samadpour, 2016) . The close phylogenetic relationships of members of this clade are highlighted by comparatively high levels of 16S rRNA gene sequence similarity (97.6-95.3 %).
Comparison of the phenotypic traits of Aliiroseovarius and Pseudoroseovarius presented in their original descriptions (Park et al., 2015; Sun et al., 2015a) shows that the genera share many characteristics, including chemotaxonomic features. Members of the two genera are catalase-and oxidase-positive mesophiles, neutrophiles and chemo-organotrophs. Tolerance to NaCl in growth media is variable for members of these genera; the maximum NaCl concentrations are in the range 4-12 %, but all species require NaCl (0.5-1 %), and optimal growth occurs in the presence of 1-2 % NaCl (Boettcher et al., 2005; Kim et al., 2012; Park & Yoon, 2013; Park et al., 2015; Sun et al., 2015a) . The major isoprenoid quinone is ubiquinone-10 (Q-10). The common main polar lipids are phosphatidylglycerol and phosphatidylcholine and one unidentified aminolipid. The predominant fatty acid (65.5-80.2 %) is C 18 : 1 !7c. Such phenotypic similarities should be expected because the descriptions of Aliiroseovarius and Pseudoroseovarius include the descriptions of the same former Roseovarius species as their members.
Therefore, the results of phylogenetic analyses demonstrating the high level of relatedness of members of the genera Aliiroseovarius and Pseudoroseovarius, including their placement in the same monophyletic clade, and the absence of phenotypic traits supporting the existence of these genera as separate taxa indicate that they should be united. Thus, it is proposed to transfer species of the genus Pseudoroseovarius to the genus Aliiroseovarius, since the latter has nomenclatural priority. P. crassostreae, P. halocynthiae and P. sediminilitoris should be reclassified as later homotypic synonyms of A. crassostreae, A. halocynthiae and A. sediminilitoris, respectively, and P. zhejiangensis is proposed to be reclassified as Aliiroseovarius zhejiangensis comb. nov.
The features differentiating A. zhejiangensis as a separate species from A. crassostreae, A. halocynthiae and A. sediminilitoris are given in the description of P. zhejiangensis by Sun et al. (2015a 
Roseovarius albus 4SM10 T (HF546052)

Roseovarius nubinhibens ISM T (AF098495)
Roseovarius aestuarii SMK-122 T (EU156066)
Roseovarius mucosus DFL-24 T (AJ534215)
Roseovarius tolerans Ekho Lake-172 T (Y11551)
Roseovarius halotolerans HJ50 T (EU431217)
Roseovarius pacificus 81-2 T (DQ120726)
Sulfitobacter pseudonitzschiae H3 T (KF006321)
Seohaeicola saemankumensis SD-15 T (EU221274)
Aquimixticola soesokkakensis DSSK2-3 T (KJ794108)
Pacificibacter maritimus KMM 9031 T (AB558927)
Pacificibacter marinus HDW-9 T (GQ243422)
Maritimibacter alkaliphilus HTCC2654 T (DQ915443)
Maritimibacter lacisalsi X12M-4 T (KJ782425)
Roseibacterium elongatum JCM 11220 T (AB601471)
Nioella nitratireducens SSW136 T (KC534331)
Boseongicola aestuarii BS-W15 T (KF977837)
Marivita cryptomonadis CL-SK44 T (EU512919)
Shimia biformata CC-AMW-C T (KC169813)
Planktotalea frisia SH6-1 T (FJ882052)
Litoreibacter janthinus KMM 3842 T (AB518880)
Hasllibacter halocynthiae KME 002 T (FJ638616)
Pseudoroseovarius zhejiangensis JB3 T (KP261821)
Aliiroseovarius sediminilitoris/Pseudoroseovarius sediminilitoris M-M10 T (JQ739459)
Aliiroseovarius crassostreae/Pseudoroseovarius crassostreae CV919-312 T (AF114484)
Aliiroseovarius halocynthiae/Pseudoroseovarius halocynthiae MA1-10 T (HQ852039)
Aliiroseovarius pelagivivens GYSW-22 T (KP662554)
Thalassobacter stenotrophicus CECT 5294 T (AJ631302)
Jannaschia rubra 4SM3 T (AJ748747)
Jannaschia helgolandensis Hel 10 T (AJ438157)
Pseudoruegeria aquimaris SW-255 T (DQ675021)
Vadicella arenosi KMM 9024 T (AB564595)
Celeribacter neptunius H 14 T (FJ535354)
Celeribacter baekdonensis L-6 T (HM997022)
Celeribacter halophilus ZXM137 T (FJ436725)
Celeribacter naphthalenivorans EMB201 T (KP272156)
Celeribacter manganoxidans DY2-5 T (KF356415)
Thioclava dalianensis DLFJ1-1 T (JQ844756)
Stappia stellulata A. pelagivivens GYSW-22 T is 95.3 %, which is lower than the 97 % value considered the threshold for bacterial species demarcation (Tindall et al., 2010) . Based on the data from Park et al. (2015) and Sun et al. (2015a) , the phenotypic features differentiating the type strains of A. pelagivivens and A. zhejiangensis comb. nov. include the abilities to grow at 4 and 40 C, to reduce nitrates, to hydrolyse aesculin, gelatin and Tween 40, to produce N-acetyl-b-glucosaminidase, aglucosidase and b-glucosidase, and to assimilate L-arabinose, D-fructose, sucrose, trehalose and salicin. There is also a significant difference in the DNA G+C contents of A. zhejiangensis JB3 T and A. pelagivivens GYSW-22 T , 68.1 and 59.0 %, respectively. The description is as provided by Park et al. (2015) , but with correction that the DNA G+C content is 55.4-68.1 mol%.
The type species is Aliiroseovarius pelagivivens.
Description of Aliiroseovarius zhejiangensis comb. nov. The description is as provided by Sun et al. (2015a) .
The type strain is JB3 T (=MCCC 1K00457 T =KCTC 42443 T ).
